lpelickypaHm Ha nabopamopHbie uccsiedoeaHusi no HoeoMOCKO8CKy

YTBEpxKOa

BackyHos B.b.

01.06.2023
HanmeHoBaHue ycnyru LeHa, py6|N 804H
17-keTocTepouapbl, MoYa, Mr/cyT 1000 B03.016.022.001
17-OH nporectepoH (MDA), kpoBb, HMOMNb/N 400 A09.05.139
ANA-npodunb, KpoBb 2280 A12.06.061
Anti-Treponema pallidum Westernblot 1gG, kpoBb 0 A26.06.082
Cyfra-21-1, kpoBb, HIr/MnN 880 A09.05.231
D1 sIgE k annepreHam Dermatophagoides pteronissinus, kpoBb, kU/L 400 B03.002.004
D2 slgE k anneprenam Dermatophagoides farinae, kposb, kU/L 400 B03.002.004
D-gumep, kpoBb, HF FEU/Mn 650 A09.05.051.001
E1 sIgE k annepreHam anutenusi KoLwkn, kposb, KU/L 400 B03.002.004
E2 sIgE k annepreHam anutenusi cobaku, kposb, kU/L 400 B03.002.004
E5 sIgE k annepreHam nepxotu cobaku, kposb, kU/L 400 B03.002.004
E6 sIgE k annepreHam Mopckov CBUHKKM, kpoBb, KU/L 400 B03.002.004
E78 sIgE k annepreHam BONHWCTOro nonyrasi, kposb, KU/L 400 B03.002.004
E81 sIgE k annepreHam anutenus oBubl, kpoBb, kKU/L 400 B03.002.004
E82 sIgE k annepreHam anutenusa kponvka, kposb, kU/L 400 B03.002.004
E84 sIgE k annepreHam xomsika, kpoBb, kU/L 400 B03.002.004
E85 sIgE k annepreHam nepa Kypvupl, Kposb, kU/L 400 B03.002.004
F1 sIgE k annepreHam siudHoro 6enka, KpoBb, KU/L 400 B03.002.004
F10 slgE k annepreHam kyHxyTa (cesama), kpoBb, kU/L 400 B03.002.004
F105 sIgE k annepreHam wokonaaa, kposb, kU/L 400 B03.002.004
F11 slgE k annepreHam rpe4HeBov Myku, kpoBb, kU/L 400 B03.002.004
F12 sIgE k annepreHam ropoxa, kposb, kU/L 400 B03.002.004
F13 slgE k annepreHam apaxuca, kposb, KU/L 400 B03.002.004
F14 sIgE k annepreHam coeBbix 60608, kposb, KU/L 400 B03.002.004
F17 sIgE k annepreHam dyHAayka, kposb, kU/L 400 B03.002.004
F2 sIgE k annepreHam kopoBbero Mosnoka, kposb, kU/L 400 B03.002.004
F20 sIgE k annepreHam muHgans, kpoeb, kU/L 400 B03.002.004
F204 slgE k annepreHam ¢gopenu, kposb, kU/L 400 B03.002.004
F221 sIgE k anneprexam kode, kpoBb, kU/L 400 B03.002.004
F225 sIgE k annepreHam TblkBbl, kpoBb, kU/L 400 B03.002.004
F237 sIgE k annepreHam abpukoca, kpoBb, kU/L 400 B03.002.004
F25 slgE k annepreHam nomugopos, kpoBb, KU/L 400 B03.002.004
F256 sIgE k annepreHam rpeukoro opexa, kpob, kU/L 400 B03.002.004
F26 sIgE k annepreHam cBUHWHbI, kKpoBb, KU/L 400 B03.002.004
F260 sIgE k anneprenam 6pokkonu, kposb, KU/L 400 B03.002.004
F27 sIgE k annepreHam roBsiguHbl, KpoBb, kU/L 400 B03.002.004
F284 sIgE k annepreHam uHgewku, kposb, kU/L 400 B03.002.004
F3 slgE k annepreHam Tpecku, kpoeb, KU/L 400 B03.002.004
F31 slgE k annepreHam mopkoBu, kpoBb, KU/L 400 B03.002.004
F33 slgE k annepreHam anenbcuHa, kpoBb, KU/L 400 B03.002.004
F35 sIgE k annepreHam kapTodens, kposb, kU/L 400 B03.002.004
F4 sIgE k annepreHam nweHnYHON Myku, kpoBb, kU/L 400 B03.002.004
F40 slgE k annepreHam TyHua, kpoBb, kU/L 400 B03.002.004
F49 slgE k annepreHam sabnoka, kposb, kU/L 400 B03.002.004
F5 sIgE k annepreHam pxxaHon Myku, kpoBb, KU/L 400 B03.002.004
F61 slgE k annepreHam capavHbl, kposb, KU/L 400 B03.002.004
F7 sIgE k annepreHam oBCAHOW MykW, kpoBb, KU/L 400 B03.002.004
F75 sIgE k annepreHam an4yHoro xenTtka, kpoBb, kU/L 400 B03.002.004
F78 slgE k annepreHam kasevHa, kpoBb, kU/L 400 B03.002.004
F8 sIgE k annepreHam Kykypy3How Myku, Kposb, KU/L 400 B03.002.004
F83 slgE k annepreHam kypuHoro msica, kposb, kU/L 400 B03.002.004
F87 sIgE k annepreHam AblHu, kposb, KU/L 400 B03.002.004
F88 sIgE k annepreHam 6apaHuHbl, kpoBb, kU/L 400 B03.002.004
F9 slgE k annepreHam puca, kposb, KU/L 400 B03.002.004
F92 sIgE k annepreHam 6aHaHoB, kpoBb, KU/L 400 B03.002.004
F93 sIgE k annepreHam kakao, kpoBb, kU/L 400 B03.002.004
F94 sIgE k annepreHam rpyLuu, kposb, KU/L 400 B03.002.004
F95 sIgE k annepreHam nepcuka, kposb, kU/L 400 B03.002.004




FP5 sIgE k mukcTy nuwesblx annepreHoB (F1, F2, F3, F4, F13, F14), kpoBb 800 B03.002.004
FP73 sIgE k mukcTy nuuiesbix annepreHos (F26, F27, F83, F88), kpoBb 800 B03.002.004
G12 sIgE k annepreHam pxwu KynbTUBUMPOBAHHOW, KpoBb, KU/L 400 B03.002.004
G15 slgE k annepreHam nweHuupbl, KpoBb, KU/L 400 B03.002.004
G3 sIgE k annepreHam exu c6opHon, kpoBb, KU/L 400 B03.002.004
G4 sIgE k annepreHam oBCsHMLbI TYroBou, KpoBb, kU/L 400 B03.002.004
G5 sIgE k annepreHam pxu MHoroneTHew, kpoBb, kU/L 400 B03.002.004
G6 sIgE k annepreHam TumodeeBku, kpoBb, KU/L 400 B03.002.004
G8 sIgE k annepreHam mMATnvka nyroeoro, Kposb, KU/L 400 B03.002.004
GP1 slgE k mukcTy annepreHoB TpaBbl (G3, G4, G5, G6, G8), kpoBb 800 B03.002.004
H1 sIgE k annepreHam gomaiuHew nbinu (Greer), kpoBb, KU/L 400 B03.002.004
HbeAg, KpoBb 280 A26.06.035
HbsAg, KpoBb 150 A26.06.036.001
HE4, kpoBb, nM/n 990 A09.05.300
HP1 sIgE k mukcTy annepredos noinu (H1, D1, D2, 16), kpoBb 800 B03.002.004
16 slgE k annepreHam TapakaHa-npycaka, kposb, KU/L 400 B03.002.004
IP8 sIgE k MukcTy nHransumoHHbix annepredos (E1, D1, T3, E5, W6, G6, G12, M2), kpoBb 800 B03.002.004
M 20 (Muc1 aHTureH), kpoBb, Ea/n 280 A09.05.298
M 22 (Muc1 aHTureH), kpoBb, Ea/n 280 A09.05.298
M1 sIgE k annepresam Penicillium notatum, kpoBb, kU/L 400 B03.002.004
M2 sIgE k annepreHam Cladosporium herbarum, kpoBb, KU/L 400 B03.002.004
M3 sIgE k annepreHam Aspergillus fumigatus, kpoBb, kU/L 400 B03.002.004
M5 sIgE k annepreHam Candida albicans, kpoBb, kU/L 400 B03.002.004
M6 sIgE k annepreHam Alternaria tenuis, kpoBb, kU/L 400 B03.002.004
M70 slgE k annepreHam Pityrosporum orbiculare, kpob, kU/L 400 B03.002.004
MP1 sIgE K MUKCTYy annepreHoB MUKpockonuyeckux rpubos (M1, M2, M3, M5, M6), kpoBb 800 B03.002.004
N-TepMyHanbHbIN hparmMeHT MO3roBoro Hatpuypetudeckoro nentuga (NTproBNP) 600 A09.05.256
072 slgE k aHTepoTokcuHy A Staph. aureus, kpoBb, kU/L 400 B03.002.004
073 slgE k sHTepoTokcuHy B Staph. aureus, kpoBb, kU/L 400 B03.002.004
P1 sIgE k annepreHam ackapugbl, kpoBb, KU/L 400 B03.002.004
PAPP-A (nna3mMeHHbI 6enok A, accounmpoBaHHbIi C 6epeMeHHOCTbIO) 550 A09.05.161
SCC - aHTUreH NI0CKOKIIETOMHOIO paka, KpoBb, HI/MI 1400 A09.05.298
T1 slgE k annepreHam kneHa siceHenucTHoro, kposb, kU/L 400 B03.002.004
T12 slgE k annepreHam uBbl, KpoBb, kU/L 400 B03.002.004
T14 sIgE k annepreHam Tononsi, Kpoeb, kU/L 400 B03.002.004
T19 slIgE k annepreHam akaumu, kpoeb, kU/L 400 B03.002.004
T2 sIgE k annepreHam onbxu, Kposb, KU/L 400 B03.002.004
T3 slgE k annepreHam 6epesbl, kpoBb, kU/L 400 B03.002.004
T4 slgE k annepreHam newmHbl 06bIKHOBEHHON, kpoBb, KU/L 400 B03.002.004
T7 slgE k annepreHam gy6a, kpoBb, kU/L 400 B03.002.004
TP9 sIgE k mukcTy annepreHoB gepesbeB (T2, T12, T4, T7, T3), kpoBb 800 B03.002.004
W1 sIgE k annepreHam am6po3un o6bIKHOBEHHOW, KpoBb, kU/L 400 B03.002.004
W10 sIgE k annepreHam mapu 6enon, kposb, KU/L 400 B03.002.004
W11 sIgE k annepreHam consiHku/3onbHuKa, kposb, KU/L 400 B03.002.004
W15 sIgE k annepresam nebegpbl, kposb, KU/L 400 B03.002.004
W6 sIgE k annepreHam nonbiHM 06bIKHOBEHHOM, kpoBb, kU/L 400 B03.002.004
W8 slIgE k annepreHam ogyBaH4uka nekapcTBeHHOro, kposb, kU/L 400 B03.002.004
W9 sIgE k annepreHam nogopoxHuka, kposb, kU/L 400 B03.002.004
WP1 sIgE k MukcTy annepreHoB copHbix TpaB (W1, W11, W8, W9, W6), kpoBb 800 B03.002.004
Ar H.Pylori, kan, ka4 (MXI'A) 800 A26.19.020
AneHoBMpYC pecnupaTopHbin (Adenovirus Ag), XA-CKpUHMHT, Ma3ok, acnvpat 400 A26.08.071
AKTI (MPA), kpoBb, Nr/mi. 400 A09.05.067
AJIAT, kpoBb, E/n 100 A09.05.042
AnNnonMMyHHbIe aHTUTena (BKNo4vas aHTuTena K Rh-aHtureny) 550 A12.06.012.001
AnbByMUH, KpOBb, /1 110 A09.05.011
AnbGYMUWH/KpeaTUHWH, MoYa 270 A09.28.003.001
AnbpocTtepoH (MDA), kpoBb, nr/mn 550 A09.05.069
Anbga-1 KMCAbIV IMUKONPOTENH (OPO30OMYKOUA), KPOBb, MI/An 300 A09.05.109
Anbda-1-aHTUTPUNCKH, KPOBb, /N 300 A09.05.073
AmMunnasa (guacrasa), mova, Ea/n 110 A09.28.027
AmMwnnasa naHkpeaTnyeckasi, KpoBb, E/n 220 A09.05.180
Amwnnasa-anbda, kpoBb, E/n 170 A09.05.045
AHanns Moyn no HeynnopeHko 100 B03.016.006
AHgpodriop ckpuH-15 1300 A26.20.032.001
AHgpodnop-24 1950 A26.20.032.001
AxTureH HLA B27, ka4eCTBEHHO, KpPOBb 1400 A12.30.012.009
AHTUMonnepoB ropmoH (MIS/AMH), kpoBb, Hr/mn 1400 A09.05.225
AHTUHYKNeapHble aHTuTena ANA (AH®), kpoeb 550 A12.06.061
AxTucTpenTonmani-O (ACI10) konuy., kpoeb, ME/Mn 250 A12.06.015




AHTU-TT (Siemens), kpoBb, ME/Mn 330 A12.06.017
AHTUTENA K KreTkam ocTpoBKOB JlaHrepraHca (6eta-knetku), IgG, KpoBb 1140 A12.06.020
AHTUTENa K TKAHEBOW TPaHCINyTaMmmnHase, KpoBb 950 A12.06.056
AHTK-TTO (Snibe), kpoBb, ME/Mn 330 A12.06.017
AnonunonpotenHsl A1 n B 330 A09.05.250
ACAT, kpoBb, E/n 100 A09.05.041
AT Chlamydia pneumonia IgG, kpoBb, E/Mn 400 A26.06.016
AT Chlamydia pneumonia IgG, KpoBb, KA4€CTBEHHO 380 A26.06.113
AT Chlamydia pneumonia IgA, KpoBb 380 A26.06.016
AT Chlamydia pneumonia IgM, kpoBb 380 A26.06.016
AT Chlamydia trachomatis IgA, kpoBb 330 A26.06.018.001
AT Chlamydia trachomatis 1gG, kpoBb 330 A26.06.018.003
AT Chlamydia trachomatis IgM, kpoBb 330 A26.06.018.002
AT Herpes simplex 1gG (Tutp), kpoBb 450 A26.06.045
AT Herpes simplex 1gG aBngHocTb, kpoBb, % 400 A26.06.046
AT Herpes simplex IgM, kpoBb 330 A26.06.045.003
AT Herpes simplex |l Tuna IgG, kpoBb 330 A26.06.045.002
AT Herpes simplex Il Tuna IgM, kpoBb 330 A26.06.045
AT Mycoplasma hominis (IgA, 19gG) 440 A26.06.057
AT Mycoplasma hominis IgM, kpoBb 330 A26.06.057
AT Mycoplasma pneumonia IgA, kpoBb 380 A26.06.057
AT Mycoplasma pneumonia IgM, kpoBb 380 A26.06.057
AT Toxoplasma gondii IgG aBugHocTb, kpoBb, % 400 A26.06.081.003
AT Toxoplasma gondii IgG, ME/mn 90 A26.06.081.001
AT Toxoplasma gondii IgG+IgM 500 A26.06.081.002
AT Toxoplasma gondii IgM (kau.) 330 A26.06.081.002
AT Toxoplasma gondii IgA (ka4.), KpoBb 330 A26.06.081
AT Trichomonas vaginalis 1gG, kpoBb 330 A26.06.015.003
AT Trichomonas vaginalis IgA, KpoBb 330 A26.06.015.003
AT Ureaplasma urealyticum 440 A26.06.057
AT Varicella zoster virus (VZV) IgG, kpoBb 440 A26.06.084.001
AT Varicella zoster virus (VZV) IgM, kpoBb 440 A26.06.084.002
AT Bupyc 3nwteriHa-bapp (kancugHein aHtured) IgM, kposb 350 A26.06.029.001
AT Bupyc OnwreriHa-bapp (paHHun antureH EA) IgG, kpoBb 350 A26.06.030
AT Bupyc OnwrteriHa-bapp (saepHbii aHTureH NA) 1gG, kpoBb 350 A26.06.031
AT k HBcAg IgG, kpoBb 330 A26.06.039.002
AT k HBcAg IgM, kpoBb 330 A26.06.039.001
AT k_HBcAg cymmapHble, KpoBb 330 A26.06.039
AT k B. pertussis (kokmtowu) IgA (kad.), KpoBb 640 A26.06.103
AT k B. pertussis (kokntow) IgG Eg/mn, kpoBb 770 A26.06.103
AT k Borrelia burgdorferi s.l., IgG, kpoBb 400 A26.06.011.002
AT « Borrelia burgdorferi s.I., IgM, kpoBb 400 A26.06.011.001
AT k Candida, IgA, kpoBb 330 A26.06.006
AT k Candida, 1gG, kpoBb 330 A26.06.006
AT k Candida, IgM, kpoBb 330 A26.06.006
AT K H.pylori cymmapHbie (MPA), kaueCTBEHHO, KPOBb 220 A26.06.033
AT k HAV IgG, Cito!, kpoBb 400 A26.06.034.002
AT k HAV IgM, Cito!, kpoBb 400 A26.06.034.001
AT k HbeAg, kpoBb 330 A26.06.038
AT k HbsAg ka4ecTBEHHO, KPOBb 330 A26.06.036.001
AT k HbsAg konnyectBeHHo, kpoBb, ME/Mn 440 A26.06.040
AT k HCV IgG aBugHocTb, KpoBb, % 400 A26.06.041.002
AT k HCV IgM, kpoBb 330 A26.06.041.002
AT k HCV noarteepxagarLwum Tect 330 A26.06.041.002
AT k HCV cymmapHble (CKpUHUHT!), KpoBb 150 A26.06.041.002
AT k HDV cymm., KpoBb 330 A26.06.043
AT k HDV cymmapHsble, Cito!, KpoBb 350 A26.06.043
AT k HEV, IgG, kpoBb 500 A26.06.044.002
AT K HEV, IgM, KpoBb 500 A26.06.044.001
AT k Mycobacterium tuberculosis Cito!, kpoBb 400 A26.05.047.001
AT K Treponema pallidum IgG, ka4ecTBeHHO 250 A26.06.082.002
AT K Yersinia enterocolitica (pakTopbl BupyneHtHoctu) IgG Ea/Mn (konm4ecTBeHHO), KpOBb 500 A26.06.093
AT Kk Yersinia Enterocolitica + Pseudotuberculosis IgA, kpoBb 370 A26.06.033
AT k Yersinia Enterocolitica + Pseudotuberculosis 1gG, kpoBb 370 A26.06.093
AT K Yersinia Enterocolitica + Pseudotuberculosis IgM, kpoBb 370 A26.06.093
AT K aHTUreHam HCV 380 A26.06.041.002
AT k ackapuae IgG CKPpUHWHT, KpOBb 350 A26.06.121
AT k ackapuge IgG TmTp, KpoBb 400 A26.06.121
AT k acneprunne cymMm. TUTP, KPOBb 400 A26.06.006




AT Kk acneprunne, IgG, KpoBb 350 A26.06.006
AT K 6eTa2-rnvkonpoTenHy 1 cymmapHble, KpoBb, Ea/mn 700 A12.06.051
AT k Bupycy kopu 1gG (konm4ecTBeHHO) 550 A26.06.056.001
AT k Bupycy kopu IgM (ka4yecTBEHHO) 550 A26.06.056.002
AT K BMpyCy napoTuTa, IgG, kpoBb 450 A26.06.112.001
AT K BUpycy napotuta, IgM, kpoBb 450 A26.06.112.002
AT k BUY, kposb, cito 300 A26.06.048
AT K BHyTpeHHeMmy dpakTopy, anti-tTG, ASCA, AGA, anti-PC 3020 A12.06.055
AT k Bo3byautento 6pyuennesa IgA, KpoBb 380 A26.06.012
AT Kk Bo3byauTento 6pyuennesa IgG, Kposb 380 A26.06.012
AT Kk Bo3byauTento 6pyuennesa IgM, kpoBb 380 A26.06.012
AT K renbMuHTam 500 A26.06.122
AT k rmnaguny 500 A12.06.055
AT k OHK, kpoBb 750 A12.06.010
AT K MHCYNuHy, KpoBb, Ea/mn 1300 A12.06.039
AT K kapanonunuHy, CyMMapHble 780 A12.06.029
AT k kopoHaBupycy SARS-CoV-2 (COVID-19), IgG, konnyecteeHHo (BAU/mn), BB-UDA 300 A26.06.056.001
AT Kk kopoHaBupycy SARS-CoV-2 (COVID-19), IgM, ka4yectBeHHO, BB-UDA 850 A26.06.056.002
AT k kpacHyxe IgG (MPA), kpob, ME/Mn 350 A26.06.071.001
AT k kpacHyxe IgG aBugHoCTb, kpoBb, % 400 A26.06.071.003
AT k kpacHyxe IgM (M®PA), kpoBb 350 A26.06.071.002
AT Kk nambnusm IgM, KpoBb 350 A26.06.032
AT K namMBnusiM CYyMM. CKPUHWHT, KPOBb 350 A26.06.032
AT K nambnunsiMm cyMmM. TUTP, KPOBb 400 A26.06.032
AT K MukpocoMmam nedeHu u novek (LKM-1), 1I9G, kpoBb 850 A12.06.036
AT K MYOKapAay, KpoBb, TUTP 1300 A12.06.023
AT k muToxoHapusam (AMA M2), 1gG, kpoBb 780 A12.06.035
AT k Onuctopxucy IgG CKPUHWHT, KpOBb 350 A26.06.062
AT k Onuctopxwucy IgG T1Tp, KPOBb 400 A26.06.062
AT Kk peuentopam TTI, kpoBb, ME/n 1350 A12.06.046
AT k Clonorchis sinensis IgG (kuTanckon AByycTKe) CKPUHWHT, KPOBb 350 A26.06.120
AT k Clonorchis sinensis IgG (kuTanckon AByycTke) TUTP, KPOBb 400 A26.06.120
AT K canbmoHennam, KpoBb 880 A26.06.073
AT K Tokcokapam IgG CKPUHWHT, KpOBb 350 A26.06.080
AT K Tokcokapam IgG TUTp, KpoBb 400 A26.06.080
AT Kk TpuxmHenne IgG, kpoBb 350 A26.06.079
AT Kk TpuxmHenne 1gG, TMTp, KpoBb 400 A26.06.079
AT K TpuxumHenne IgM, KpoBb 350 A26.06.079
AT K LMKNUYeCcKoMy LUMTPYNnnH-cogepxaiieMmy nentuay, 19G, kposb, E/Mn 1250 A12.06.052
AT Kk yutTonnasmaTuyeckum aHTUreHaMm HenTpodunos 1260 A12.06.053
AT K 9XMHOKOKKY, KPOBb 350 A26.06.024
AT K 9XMHOKOKKY, TUTP, KPOBb 400 A26.06.025
AT LIMB IEA (npeapaHHui 6enok) 330 A26.06.022.001
AT LIMB IgG (TvTp), KpoBb 440 A26.06.022.001
AT LIMB IgG aBngHoCTb, KpoBb, % 400 A26.06.022.003
AT LIMB IgG konuyecTBeHHo, kpoBb, PE/Mn 440 A26.06.022.001
AT LIMB IgG, kpoBb 350 A26.06.022.001
AT LUIMB IgM, kpoBb 350 A26.06.022.002
ATl (Beckman Coulter), kpob, ME/Mn 300 A09.28.003.001
AYTB, cek. 150 A12.05.039
Bak. noces 500 A26.08.015
BaknoceB Ha cTadUIIOKOKK 350 A26.08.015
BakrepuanbHbii BarnHo3 (G.vag., Atop.vag., Lactobact., 6akmacca) konn4ecTBeHHO 700 A26.20.032.001
Bunupy6buH o6wmia, kpoBb, MkMornb/n 110 A09.05.021
BunvpybuH cBoboaHbIN, KpoBb, MKMonb/n 0 A09.05.022.002
BunvpybuH cBa3aHHbIW, KpoBb, MkMonb/n 110 A09.05.022.001
BanbnpoeBas kucnota (Siemens), KpOBb, MKI/Mf 400 A09.05.035
B3saTne B KOHTENHEP Anst Guonornyeckoro matepuana 10 A11.28.003
ButamuH B12 (Snibe), nna3ma, nr/mn 400 A12.06.060
Butamud 1 25-OH (Snibe), kpoBb, Hr/Mn 1000 A09.05.235
Bbigava gybnukarta npunoxeHust K 4OroBopy 100

"anTornobuH, KpoBb, Mr/an 270 A09.05.079
I'TTM, kpoBb, E/N 110 A09.05.044
"eHeTnka MeTtabonuama J1akTo3sbl 650 A27.30.060
eHeTnka MeTtabonuama PonaTos 650 A27.30.060
"eHotunuposaHne HCV, KpoBb 750 A26.05.019.003
'mcTonornyeckoe nccnegoBanve 1500 A08.30.006
"nuko3unupoBaHHbIn remornobuH (Beckman Coulter), kpoBb 350 A09.05.083
"'NoBynuH, CBA3bIBAKOLLMIA NOOBbLIE FOPMOHbI (Siemens), kpoBb, HMonb/n 350 A09.05.160




"ntokosa, kpoBb, MMonb/n 60 A09.05.023
"fomoumcTtenH (Beckman Coulter), KpoBb, MKMOSb/1. 1100 A09.05.214
"punna supyc A/B (Influenza Ag A/B), UXA-CKpUHWHT, Ma30oK, acnupaTt 660 A26.08.027.001
"pynna KpoBu 1 pesyc-aktop 330 A12.05.005
"pynna kpoBu 1 pesyc-akTop (MeToA KONMOHOYHOW arrnmoTUHaLUmn) 440 A12.05.005
Or9A (oermapoannaHgpocTepoH), kpoBb, WA, Hr/mn 850 A09.05.148
HesokcunupuguHonud (ANKA, Pyrilinks-D, Siemens), moya 1100 A09.28.064
HesokcunmpuanHonuH, HMonb/MMonb KpeaTuHuHa, Moya 0 A09.28.064
Heneunn nokyca AZF TLP real-time 1800 A27.30.060
[dvrngpotectoctepoH, kpoeb, NPA nr/mn 1300 A09.05.150
[OHK Atopobium vagine, cockob (PCR real time) 220 A26.20.032.001
[OHK C.alb./C.glabr./C.crusei ka4ecTBEHHO 660 A26.21.044.001
[HK Candida (C.albicans, C.glabrata, C.krusei, C.parapsilosis n C.tropicalis) konn4ecTBeHHO, COCKOO 880 A26.21.044.001
OHK Candida albicans, kpoBb 280 A26.21.044.001
[OHK Candida albicans, cocko6 220 A26.21.044.001
[HK Chl.trach./N.gonorr./M.genit./Tr.vag. 770 A26.20.034.001
[OHK Chlamydia trachomatis, cockob (PCR real time) 220 A26.20.020.001
[OHK Cytomegalovirus (CMV), kpoBb (PCR real time) 280 A26.07.007.001
[OHK Cytomegalovirus (CMV), nukeop (PCR real time) 280 A26.05.019.002
OHK Cytomegalovirus (CMV), cockob6 (PCR real time) 220 A26.07.007.001
[HK Gardnerella vaginalis, cockob 220 A26.20.032.001
OHK H.pylori, kan 280 A26.19.070.001
OHK HBV (Bupyc renatuta B), kpoBb (PCR real time) 330 A26.05.020.001
OHK HBV, konuin/mn (PCR real time) 2600 A26.05.020.002
OHK Herpes simplex |, Il, kpoBb 280 A26.05.035.001
[OHK Herpes simplex |, Il, nuksop 280 A26.23.008.001
[OHK Herpes simplex |, I, cockob 220 A26.01.024.001
OHK HPV 16/18 konuyectBeHHo, cockob (PCR real time) 330 A26.20.009.006
OHK HPV 6, 11, cockob 330 A26.20.009.008
OHK HPV BKP ckpuHuWHr ¢ onp. 16,18,45 TMnoB Konu4. cockob 700 A26.20.009.002
OHK HPV Bbicokoro oHkoreHHoro puvcka (tvun 16,18,31,33,35,39,45,51,52,56,58,59) TnnpoBaHue, cockob 700 A26.20.012.002
[OHK Mycoplasma genitalium, cocko6 (PCR real time) 220 A26.20.027.001
[OHK Mycoplasma hominis, konnyectseHHo, cockob (PCR real time) 330 A26.20.028.002
OHK Mycoplasma hominis, cocko6 (PCR real time) 220 A26.20.028.002
[OHK Mycoplasma pneumoniae/Chlamydophila pneumoniae, mokpota (PCR real time) 440 A26.08.029.001
[HK Neisseria gonorrhoeae, cockob (PCR real time) 220 A26.21.038.001
[HK Trichomonas vaginalis, cockob (PCR real time) 220 A26.19.031.001
OHK Ur.parv./Ur.ur./M.hom. Konm4yecTBeHHO 700 A26.20.033.001
[HK Ureaplasma parvum, cocko6 (PCR real time) 220 A26.20.029.001
[OHK Ureaplasma spp. konndyecteseHHo, cockob (PCR real time) 280 A26.21.033.002
OHK Ureaplasma urealyticum (T960) + Ureaplasma parvum, cockob (PCR real time) 220 A26.20.033.001
OHK Ureaplasma urealyticum (T960), cocko6 (PCR real time) 220 A26.20.029.002
[HK 6akTepuanbHblx naToreHos (8 Bo3byauTeneit) 1100 A26.20.032.001
[HK Bupyca Varicella zoster (VZV), kposb 280 A26.05.042.001
OHK Bupyca Varicella zoster (VZV), nuksop 280 A26.05.042.001
OHK Bupyca Varicella zoster (VZV), cockob 220 A26.01.006.001
OHK Bupyca repneca tun VI, kpoBb 280 A26.05.033.001
[HK Bupyca repneca tun VI, cockob 220 A26.05.033.001
[OHK Bupyca OnwreriHa-bapp konvndectBeHHo, kpoBb (PCR real time) 380 A26.05.011.002
[OHK Bupyca OnwreriHa-bappa (EBV), kpoBb 280 A26.05.011.001
[OHK Bupyca OnwreriHa-bappa (EBV), cockob 220 A26.08.059.002
[OHK kokntowa, napakokntowa u 6poHxucentukosa (PCR real time) 600 A26.09.048.001
O3AC (perngpoanvaHgocTtepoH cynbgaTt) (Beckman Coulter), mkr/gn. 360 A09.05.149
YKeneso, cbiBOpoTKa, MKMonb/n 110 A09.05.007
XKugkoctHoe umTonormyeckoe nccnegosanune cockoba LM n LIK, okpawmsaHue no Manaxnukonay (Pap-tecT) 770 A08.20.012
3abop kposu Ha gomy IV 660 A11.12.009
3abop kpoBu Ha hoHe npuema 75r rnko3bl N/o 220 A12.22.005
3abop matepuana (B T.4. KOHTEWHEP C TPAHCMOPTHOW CPeaown) 150 A11.12.007
3abop pecnupaTopHOro maska 350 A11.08.010
3abop pecnupaTopHOro maska Ha 4oMy 1000 A11.08.010
VIMMYHHBI cTaTyc 4200 A08.05.014
VIMMYHHBIN CTaTyC pacLUMPEHHbIV 5000 A08.05.014
VIMMYHOrno6ynuHbI 500 A09.05.054
VIMmyHobeHoTunuposaxve numdoumntos (CD3, 4, 8, 16, 19) 1800 A08.05.014
MIMMyHOUMTOXMMUYECKOE onpegenexune akcnpeccumn benkos p16/Ki67 3830 A08.20.012
WHrmbuH B, KpoBb, Nr/mn 1300 A09.05.203
MHgekc ROMA 50 A09.05.202
VHaekc nHcynuHopeamcteHTHocTn (HOMA) 0 A12.15.001
MHaekc cBOGOAHBLIX aHAPOreHoB 0 A09.05.078.001




WHcynuH (Beckman Coulter), kpoBb, MKME/Mn 330 A09.05.056
MccnenoBaHue Ha kKaHAWOaMUKO3 450 A26.26.017.001
K20 sIgE k annepreHam wwepcTtu, kposb, kU/L 400 B03.002.004
K74 sIgE k annepreHam wwenka, kposb, kU/L 400 B03.002.004
K82 sIgE k annepreHam nartekca, kposb, kU/L 400 B03.002.004
Kan Ha gncbakrepuos 800 A26.05.016.001
Kan Ha kuweyvHble nHdekLmn 550 A26.19.008
Kan Ha ckpbITyto kKpoBb (VIMMyHOXpomaTorpadusi, F'epmaHusi) 450 A09.19.001.001
Kan Ha sinua renbMuHTOB 300 A09.19.001
Kan Ha snua renbmuHToB Mmetogom PARASEP 550 A09.19.001
Kanun + HaTpun 250 A09.05.030
KanbnpoTeKkTuH (Konn4ecTBEeHHO), Kan, MKr/r 2300 A09.19.013
Kanbuwnii obwui, ceiBopotka, MMornb/n 110 A09.05.032
KanbuntoHuH (Siemens), kpoBb, Nr/Ms 440 A09.05.119
Kap6amasenuH (Siemens), KpoBb, MKI/MI 330 A09.05.035
Kapauol'eHeTuka 'vnepToHus 990 A27.30.060
Kapauol'eHeTvka Tpombodunus 900 A27.30.060
KomnnemeHT, komnoHeHTbl C3, C4 400 A09.05.075
Konporpamma 350 B03.016.010
Koptuson (Beckman Coulter), kpoBb, MKr/an 290 A09.05.135
KopTuson cBo6ogHbIN, MoYa, MKr/cyT 500 A09.28.035
KpeaTnHuH, kpoBb, MKMonb/n 110 A09.05.020
KpeaTnHuH, moya, MMonb/n 0 A09.28.006
KpeatuHkuHasza (KPK), kposb, E/n 110 A09.05.043
K® (kucnas docdarasa) obuias, kpob, E/N 110 A09.05.175
K®K MB mass (Beckman Coulter), KpoBb, HI/Mn 330 B03.016.005
JlaktaTt (MonovHas kvucnota), kpoeb, MMonb/n 170 A09.05.207
JII (Snibe), kpoBb, MME/Mn 300 A09.05.131
J1Ar, kpoBb, E/n 110 A09.05.039
JlerikounTapHasa opmyna 110 A12.05.121
JlenTuH, KPOBb, HI/MI 800 A09.05.159
Jlnnasa naHkpeaTudeckasi, KpoBb, E/n 220 A09.05.173
Marnui, ceiBopoTka, MMonb/n 110 A09.05.127
Ma3ok Ha OHKOLIUTOMOrIo 350 A12.28.015
Masok Ha pnopy rMHEKONorM4eckmm 250 A12.28.015
Masok Ha dnopy yponorm4eckui 250 A12.28.015
MakponponakTuH, KpoBb, HI/MnN 300 A09.05.210
Megb, ceiBOpoTka, MKMonb/n 110 A09.05.273
MeTaHedpuH+HopmeTaHedpuH, Moya, Mr/CyTKK 2400 A09.28.034.001
MuikpoanbbymuHypusa (Beckman), MKr/MUH 330 A09.28.003.001
Muikpoburonormyeckoe MccrnegoBaHMe Maska 13 3eBa Ha Nanoyvky andrepum 490 A26.08.001
Moua Ha cTeneHb 6akTepuypum 450 B03.016.016
MouyeBas kucnoTa, KpoBb, MKMornb/n 110 A09.05.018
MouyeBuHa, kpoBb, MMornb/n 110 A09.05.017
HacblweHnne TpaHcheppurHa xenesom (%) 0 A12.05.019
Henpoxcneundmyeckas eHonasa (HCE), kpoBb, Hr/mn 820 A09.05.246
O6wwn IgE (Siemens), kpoBb, ME/Mn 330 A09.05.054.001
O6Lwuii aHanu3 KpoBu (22 napameTpa) 250 B03.016.002
O6wuit aHanms moun (Beckman Coulter) 250 B03.016.006
O6wwmn 6enok, KpoBb, /1N 110 A09.05.010
O6wwn 6eta-X'y (Beckman Coulter), kpoBb, MME/mn. 300 A09.28.029
OXXCC+JTXXCC, cbiBopoTka, MkMonb/n 90 A12.05.011
OcTeokanbuuH (Siemens), KpoBb, HI/MS 500 A09.05.224
MaHenb annepreHoB «Meguatpuyeckas» (RIDA-ummyHobnor), IgE, konuyectseHHo, ME/mn 4100 B03.002.004
Manenb annepreHos «[uwesas» (RIDA-ummyHo610T), IgE, kKonuyectsenHo, ME/mn 4100 B03.002.004
MaHenb annepreHoB «PecnupatopHasa» (RIDA-ummyHobnoT), IgE, konnyectBeHHo, ME/mn 4100 B03.002.004
MaHenb annepreHoB «YHuepcanbHas» (RIDA-ummyHo6nor), IgE, konnyectseHHo, ME/mn 4100 B03.002.004
MapatropmoH (Beckman Coulter), kpoBb,nr/mn 360 A09.05.058
[MencuHorekb! | n i 1050 B03.016.005
Muwesas IgG anneprus, 90 annepreHos (Poccuinckas naHenb) 16120 A09.05.118
[naueHTapHbIV NaKTOreH, KPoBb, Mr/n 800 A09.05.249
Monumopduram reHa BRCA, PCR real-time, kpoBb 1300 A27.30.060
Monumopduram reHa 1L28B, PCR real-time, kpoBb 990 A27.30.060
MporectepoH(Beckman Coulter), kpoBb, HI/Mn 300 A09.05.153
[TpOVHCYNUH, KPOBb, NMONbL/N 1100 A12.15.001
[MponaktuH (Snibe), KpoBb, Hr/MA. 300 A09.05.087
[MpoTtenH C (% akTmBHOCTK) 1200 A09.05.125
MpotpombuH, MHO 150 A12.05.027
MCA o6wmn (Beckman Coulter), kpoBb, Hr/mn 400 A09.05.130




IMCA cBobogHebin (Beckman Coulter), kpoBb, Hr/Mn 380 A09.05.130.001
PematongHbli paktop Beckman Coulter, konuy., ME/mMn 250 A12.06.019
PeHnH MDA nr/mn (kpoBb) 1100 A09.05.121
PecnupaTopHo-cuHumTnansHbii BUpyc (RSA), MXA-CKpUHWMHT, Ma3ok, acnupat 770 A26.09.082
PeTukynouuTsl, KpoBb, NpoMunne 220 A12.05.123
PHK HCV, kpoBb, konui/mn 3000 A26.05.019.002
PHK HDV, kpoBb 500 A26.05.023.001
PHK HCV (Bupyc renatuta C), KpoBb 400 A26.05.019.001
PHK kopoHasupycoB SARS-CoV-2 (COVID19)/SARS-CoV, cockob, kadyectBeHHO (PCR real time) 1150 A26.08.027.001
P3A (pakoBo-3MbpuroHanbHbIN aHTureH) (Snibe), KpoBb, HI/MM 450 A09.05.195
C1-MHrMBUTOp 3cTEpasbl, KPOBb 550 A09.05.288
CA 15-3-UPA-BECT., kpoBb, Ea/mn 500 A09.05.231
CA-125 (Snibe), kposb, U/ml 450 A09.05.202
CA-125, kpoBb, E/mn (MDA) 400 A09.05.202
CA-19-9 (Beckman Coulter), kpoBb, Ea/mn 500 A09.05.201
CA-72-4, kpoBb, E/mn 570 A09.05.299
CKPUHWHT 6 HApKOTUYECKNX BELLLECTB 1 MeTabonMTos, Moya 980 A09.28.055
ComaTtomeanH (MHcynuHonogobHbI dhaktop pocta, IGF-1), cbiBOpOTKa, HI/MN 660 A09.05.213
ComaTtoTponuH (Siemens), KpoBb, HI/MA 400 A09.05.066
Cockob Ha 3HTepoburo3 330 A11.19.011.001
Cockob ¢ fA3blka Ha kaHanabl (MUKPOCKONKWs) 220 A11.01.009
COJ3 (no BecteprpeHy), KpoBb, MM/4 100 A12.05.001
C-nentug (Beckman Coulter), Hr/mn 330 A09.05.205
C-peakTuBHbIV 6enok cynepyyBcTButenbHbln (Beckman Coulter), kpoBb, Mr/n 330 A09.05.009
C-peaKTuBHbIV GENoK, KPOBb, Mr/n 250 A09.05.009
CtpenTokokk A (Strep-A Ag), WXA-CKpUHUHT, Ma3oK, acnmpat 900 A26.08.070
T3 o6wmn (Snibe), KpoBb, HI/An 270 A09.05.061
T3 cBobogHbIn (Snibe), KpoBb, Nr/mMn 270 A09.05.061
T4 o6wmn (Immulite Siemens), kpoBb, MKr/an 240 A09.05.064
T4 cBobogHbIn (Snibe), KpoBb, Hr/an 250 A09.05.063
TectocTepoH (Beckman Coulter), KpoBb, HI/an 330 A09.05.078.001
TecTocTepoH 61MogoCTYNHbIN, KPOBb, % 0 A09.05.078.001
TecTocTePOH CBOBGOAHLIN, KPOBb, Y% 0 A09.05.078.001
Tumonosasi npoba, KPoBb, eA. 110 A09.05.009
Tunuposaxune HLA 1l knacca nokyc DQA1 1500 A27.30.060
TunuposaHve HLA |l knacca nokyc DQB1 1500 A27.30.060
Tunuposaxune HLA 1l knacca nokyc DRB1 1500 A27.30.060
TupeornobynuH (Siemens), KpoBb, HI/MN 330 A09.05.117
TpaHcheppyiH, KpoBb, MI/4n 220 A09.05.008
Tpurnuuepuabl, kposb, MMonb/n 110 A09.05.025
TpoMBUHOBOE Bpemsi, Cexk 150 A12.05.028
TponoHuH | (Siemens), KpoBb, HI/MN 330 A09.05.193
TTI (Snibe), kpoBb, MKME/Mn 250 A09.05.065
darounTtos 440 A12.30.012.007
dapmakol eHeTuka BapdapuH 660 A27.30.060
demodnop 16 (23 nokasarens) 2100 A26.20.032.001
demodnop 4(G.vag., Candida spp., Lactobact., 6akmacca) Konnm4yecTBeHHO 700 A26.20.032.001
demodnop ckpuH (gard, cand, lact, m hom, ur sp, m gen, trich vag, neis gon, chl tr, HSV1,2, CMV) 1550 A26.20.032.001
PepputuH (Siemens), KPOBb, Hr/MI. 220 A09.05.076
PUOPUHOrEH, KPOBB, I/ 110 A09.05.050
PnopoueHo3-aapobbl (3HTepobakTepumn, CTadUNOKOKKN, CTPENTOKOKKW) KONMYECTBEHHO 660 A26.20.032.001
®HO (chakTop HeKpo3a onyxonu), KpoBb, Nr/Mn 1550 A12.06.073
donuesas kucnota (Beckman Coulter), nnaama, Hr/mn 400 A09.05.081
donuresas kMcnoTa, LUenbHas KpoBb, HI/MI 400 A09.05.081
donveBas KMCNOTa, 3PUTPOLUTI, HI/M 0 A09.05.081
Pocdop, cbiBopoTka, MMonb/n 110 A09.05.033
®CI (Snibe), kpoBb, MME/Mn 300 A09.05.132
Xnopuvabl, cbiBOpoTka, MMonb/n 110 A09.05.034
XonectepwuH JIMNBI (HDL), kpoBb, MMonb/n 110 A09.05.004
Xonectepu JIMHI (LDL), kpoBb, MMonb/n 110 A09.05.028
XonectepuH o6wwumi, kpob, MMonb/n 110 A09.05.026
XonecTepuHoBbIN kK03PULMEHT aTEPOreHHOCTH 0 A09.05.027
XpomorpaHuH A, MKr/f, KpOBb 1550 A09.05.227
LlepynonnasmuH, kpoBb, Mr/an 280 A09.05.077
YyBCTBUTENMBHOCTb K aHTUBNOTMKAM 150 A26.30.006
YyBCTBUTENMBHOCTb K aHTUMUKOTUKAM 150 A26.30.006
YyBCTBUTENBHOCTL K BakTeprnodaram 150 A26.30.006
LLlenoyHasa dpocdatasa, kposb, E/n 110 A09.05.046
Onactasa-1 naHkpeaTnyeckas (KOnM4eCTBEHHO), kan, MKr J/r 3830 A09.19.010




Q031HOMUNBbHBIN KATUOHHLIN 6enok (Siemens), KpoBb, HI/MI 550 A09.05.234

OpUTPONO3TUH, kpoBb, MME/Mn 990 A09.05.082

OcTtpagwon (Snibe), kpoBb, nr/mn 300 A09.05.154

* MpelckypaHT sBnsieTcs oMM Ans Bcex nogpasaerneHuii obnactu. Mo oTaenbHbIM agpecam ycrnyri MoryT He OkasblBaTbCsl COrNacHo
pa3peLUnTenbHbIX JOKYMEHTOB (NMLEH3UU Ha MEAMLMHCKYI0 AEATENbHOCTL) NMMBO OTCYTCTBUS B MOMEHT OGpaLLeHUsi TEXHUYECKON BO3MOXHOCTU. B
3TOM cryyae agpec MecTa NpeaoCcTaBlieHUs yCryrv yTOYHSIATE B peructpaTtype.




